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Két qua budc dau xac dinh da hinh gene FABP4 va méi lién
hé véi chi s6 mé giat trén bo lai huéng thit Wagyu

Pau Van Hai', Hoang Thi Ngan', Nguyén Thi Thiay', Nguyén Van Tién', Phan Hiru Huong Trinh? Chu Manh
Théng® va Duong Nguyén Khang*

"Trung tdm Nghién ctu va Phat trién Chan nuéi Gia suc I16n; *Trung tdm Nghién ctiu va Phat trién Gia cam Vigova,
3Vién Chan nudi, *Trudng Pai hoc Nong Lam Tp. H6 Chi Minh

TOM TAT

ghién ctru nham budc dau danh gia da hinh trén ving exon 3 cua gene FABP4 & hai

nhom bo lai 1 Wagyu bang k§ thuat PCR/RFLP. Tong s6 112 mau mau ca thé trong d6
¢6 56 mau tir mdi nhém giéng bo Wagyu lai voi bo cai lai (Red Angus x lai Brahman)-
WAB va bo Wagyu lai v6i bo cai lai (Charolais x lai Brahman) -WCB. Khuéch dai doan
gene muc tiéu véi kich thude 565 bp va phan cét san pham PCR boi enzyme Nlalll. Két
qua cho thy da hinh gene tai vi tri FABP4/Nlalll dugc nhéan dién trén ca quan thé bo khao
sat voi hai allen véi tan s6 G (0,853) va A (0,147) véi hai kiéu gene GG (0,705) va GA
(0,295). Hé sb di hop mong doi (He) va ham lugng thong tin da hinh (PIC) lan luot 1a
0,251 va 0,220. Bbi voi nhom bo WAB, tan s allen G (0,946) va A (0,054), tan sé kiéu
gene GG (0,893) va GA (0,157). Gia tri He va PIC lan luot 12 0,101 va 0,096. Tuong tu
v6i nhém bd WCB, tan s6 allen G (0,759) va A (0,241), tan sb kiéu gene GG (0,518) va
GA (0,482). Gia tri He va PIC lan luot 12 0,366 va 0,299. Phan bd allen & quan thé chung
hay nhom bo WAB ¢ trang thai can bang Hardy-Weinberg. Tir két qua c6 thé két luan ring
da hinh gene tai vi tri FABP4/Nlalll dugc nhan dién véi hai allen va 2 kiéu gene, kiéu
gene GG c6 xu hudng troi, gia tri He<Ho va PIC thap trong quan thé bo khao sat. Nhom
bo mang kiéu gene GA ¢6 anh hudng tich cyc dén chi sb mg gidt luc 12 thang tudi so vé6i
nhom bo mang kiéu gene GG. Viéc mé rong dung luong mau khao sat, phan tich quan h¢
gitra da hinh gene FABP4/NlaIII v6i tinh trang vé chi sb md giat & thorl diém 24 thang tudi
va lac giét md 1a diéu can thiét dé tao co so dit liéu hd trg chon loc & cap d6 phan tir nham
néng cao chit lugng thit bo. Bén canh d6 viée duy tri kiéu gene GA trong quan thé 1a didu
can quan tam.

Tir khoa: Bo lai Wagyu, da hinh gene, gen FABP4, mé gidt.

Datvan dé

Chén nudi bo ndi chung va chin nudi bo thit
ndi riéng khong nhitng dong vai tro quan trong
trong kinh té néng nghiép ma con dap ung
nhu cau thit ¢6 gia tri dinh dudng cao cho con
ngudi. D6 mém cua thit va ty 1& md ciing nhu
hinh thirc m& hién dién trong thit 1a hai yeu
t6 quan trong d6i v6i ngudi tiéu dung vé chat
luong thit bo (Rivera-Prieto va cs., 2015). Mo
giat (marbling) 1a thuat ngit chi sy hién dién cua
md ném gilta cac soi co trong thit va tinh trang
md giat dugc xem la anh huong boi da gene.
Khuynh huéng di truyén vé m& giat dua trén sy

khac biét cau truc di truyén cac allen cua gene
Thyroglobulin (TG) diéu tiét san xuat hormone
thyroid nham diéu hoa du trit va bién dudng
md, da hinh ving 5’ cia gene nay anh huong
dén sy ting m& git (Barendse, 2009; Sing va
Chung, 2007; Anton va cs., 2013).

Bén canh do, gene FABP4 (Fatty acid-binding
protein 4) nam trén nhiém sac thé 14 duoc cho
13 ¢6 vai trd quan trong trong viéc diéu hoa bién
dudng lipid két hop vai thay d6i thity phén lipid
va acid béo ndi bao (Cacas va cs., 2003; Cho
va cs., 2008) va né cling can thiét cho cin bang
glucose ndi moi thong qua co ché twong tac véi
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thu thé kich hoat ting sinh peroxisome (Ardicli
va cs., 2017) va dugc xem la gene ung ctr cho
danh gia su tong hop md trén bo ciing nhu cac
dic trung vé thit xé (Michal va ¢s., 2006; Fortes
vacs.,2009; Lee va cs.,2010; Shin va cs., 2012;
Maharani va cs. 2012; Sasazaki va cs., 2024).

O Viét Nam, nghién ctru vé& gene mé& gidt duoc
thuc hi¢én trén heo (Chung Anh Diing va cs.,
2016) nhung chua c6 thong tin vé da hinh gene
FABPA4 trén bo thit, dac biét 1a trén nhom bo lai
Wagyu. Vi thé, nghién ciru ndy thuc hién nham
danh gia da hinh gene & vi tri FABP4/Nlalll va
mdi lién hé gitra da hinh gene v6i chi s6 m& giat
lam co s¢ dit liéu & mirc phan tir cho tmg dung
hd trg chon loc cai thién chét luong thit ¢ bo.

Vat liéu va phuong phap nghién ctiu
Vat liéu nghién citu

Kit ly trich DNA TopPURE® Blood DNA
Extraction Kit (ABT-Viét Nam), DreamTaq™
PCR Master Mix (2X) (Thermo Scientific-
Hoa Ky), Agarose (Bioline-Vuong quc Anh),
GelGreen 6X (ABT-Viét Nam), thang DNA
100bp (Thermo Scientific-Hoa Ky), thang
DNA 25bp (BioBasic-Canada), dung dich dém
TBE (ABT-Viét Nam), enzyme gidi han Hhal
(Thermo Scientific-Hoa Ky).

Tong s6 112 mau méau ciia hai nhom bo lai hudng
thit (Hinh 1): bo lai gitta tinh bo duc Wagyu véi
bo céi lai (Red Angus x Brahman) ¢ Hinh 1A va
bo cai lai (Charolais x Brahman) ¢ Hinh 1B.

Thoi gian va dia diém nghién ciu

Nghién ciru duoc trién khai tir thang 10/2024
dén thang 6/2025 tai Trung tdm Nghién ctru va
Phat trién Chan nudi Gia stc 16n phéi hop véi
Phong Cong nghé Phoi Dong vat, Truong Dai
hoc Néng Lam TP. H6 Chi Minh.

Phwong phap nghién ciru

B tri thi nghiém

Bo duoc nudi tai Trung tdm Nghién ciu va
Phat trién Chan nu6i Gia stc 16n thudc Phan
Vién Chan nu6éi Nam B¢§ - Vién Chan nuoi.
C4 hai nhom bo lai WAB va WCB duoc nudi

dudng trong diéu kién twong tu nhau vé chudng
trai, cham soc nudi dudng, quan 1y dich bénh
va khau phan an theo tiéu chuan NRC (2016)
nhung khac nhau vé do tudi khi thu nhan mau.

Thu nhdn méu mdu va ly trich DNA
Thu nhdn mau méu

Mau méu dugc thu nhan tir tinh mach khu duoi
boi k¥ thuat vién c6 kinh nghiém va bo duoc ¢b
dinh khi 14y mau nham giam thiéu stress. Mau
mau (1 mL/con) sau khi 1ay bang syring 5 mL
gan kim 18G dugc chuyén vao 6ng dung mau co
chat chong dong (ethylenediamine tetra-acetic
acid - EDTA), bao quan & 4°C va van chuyén vé
phong thi nghiém trong vong 4-6 gid, va mau
mau sau d6 duoc bao quan ¢ nhi¢t do am 30°C
cho dén khi sir dung (Pau Vian Hai va cs., 2025;
Bui va cs., 2025).

Ly trich DNA

DNA téng s6 duoc ly trich tr miu mau
bang bo kit DNA TopPURE® Blood DNA
Extraction Kit (ABT-Vié¢t Nam), theo hudng
dan cta nha san xuit. Kiém tra chit luong
va do tinh sach DNA béng dién di trén gel
agarose 1% va do quang phé hap thu & budc
song 260 va 280nm.

Khuéch dai gene muc tiéu va phén tich da hinh

Khuéch dai doan gene FABP4 trén ving
exon: Trinh tu cip moi (5°-37) v6i moi xudi:
ACCCCTATGATGCTATTCCACA va moi
nguoc:  ATACGGTTCACATTGAGAGGGA
Kich thudc san pham PCR dy kién 1a 565 bp
(Shin va cs., 2012). Thé tich phan ung 13 25ul
gém: 12,5ul DreamTaq™ Mix 2X, 1pl mdi
moi, 4ul DNA khuén, 6,5ul nudc khong chira
nuclease. Phan tng dugc thuc hién trén may
Thermal Cycler (Bioer, Trung Qudc) véi chu
trinh nhi¢t: (1) Khoi dong & 95°C - 4 phut; (2)
Bién tinh ¢ 95°C - 1 phit; (3) Gan mdi & 59°C -
1 phiit; (4) Kéo dai ¢ 72°C - 1 phit; (5) Lap lai
25 chu ky tir bude 2 dén 4; (6) Kéo dai cubi ¢
72°C - 5 phut. San pham khuéch dai dugc kiém
tra bang dién di trén gel agarose 1%, thang
chuan 100bp, ghi anh bang hé thong GelDoc
It2 (UVP, USA).
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Phan tich da hinh gene FABP4.: Pa hinh gene
FABP4 dugc xac dinh bang phuong phép
PCR-RFLP, st dung enzyme gi¢i han Nlalll
phan cit san phan PCR. Thé tich phan tng
la 10ul gdom: 0,5ul san pham PCR, 0,25ul
enzyme, lul dém 10X, 8,25ul nudc khong
chtra nuclease, 0 hon hop & 37°C trong 2 gio.
Séan phém duoc di¢n di trén gel agarose 3%,
phan tich bang hé thong GelDoc It2 véi thang
chuan 25bp. Cac kiéu gene dugc xac dinh: GG
(463/71/31bp), GA: (463/233/230/71/31bp) va
AA:(233/230/71/31bp).

Xdc dinh khoéi lwong va ty 1¢ mé giit

Khoi lwong ciia bo lai hic 12 thang tuéi: duoc
xéc dinh bang can dién tir (Model 1200 weighing
system cua hang Ruddweigh Australia Pty-Ltd
v6i sai sb 0,5kg), bo duoc can ca thé vao thoi
diém khoang 8,0 gio sang, trudc khi cho bo an.

Ty 1¢ mé giat: dugc xac dinh bang phuong phép
siéu am (Exago v6i dau do L3130B cua hing
IMYV, Phap). Do tai vi tri xwong suon tha 12 téi
xuong suon tha 13 (4 xuong suon tir cudi lén)
Vuong goc Vo1 duomg song lung trén bo song.
Chi sb Ve ty 16 md git (%) dugc udce tinh trén
pham mém Biosoft Toolbox III for Swine tir
hinh anh siéu am thu nhan duoc.

Nhiing cé thé bo duoc thu nhin miu mau
phan tich da hinh gene c6 du dir liéu ban dau

NC 57°C 58°C 59°C 60°C

S w2 565 bp

500 bpcs>

100 bp=>

vé khdi luong va chi sé6 md giat lac 12 thang
tudi dugce st dung cho phan tich mdi lién
hé gitta da hinh gene FABP/NIulll v&i khéi
lugng va chi sé m& giat.

Xir Iy 6 liéu

Tan s alen, kiéu gene, hé s di hop mong doi
(He), chi s6 thong tin da hinh (PIC), kiém dinh
phan b di truyén theo Hardy—Weinberg bang
* (Chi-square test). Ap dung théng ké mé ta
va ANOVA, trac nghiém Tukey trén phan mém
Minitab 17.0 dé phan tich anh huéng cua gidng,
kiéu gene dén khdi luong co thé (kg/con) va ty
16 md git (%) lac 12 thang tudi, su khac biét co
¥ nghia thong ké khi gia tri P<0,05, s6 liéu trinh
bay dudi dang Mean + SEM.

Két qua va thao luan

Khuéch dai doan gene muc tiéu trén
exon 3 cua gene FABP4

Téi vu diéu kién nhiét do gan moi (57; 58; 59
va 60°C) cho phan ung PCR dugc thyc hi¢n,
két qua dugc trinh bay ¢ Hinh 1A va phan Gng
PCR khuéch dai viing gen muc tiéu FABP4 trén
cic mau dya vao nhiét do bat cap tdi uu, két qua
dién di dai dién san pham PCR duoc trinh bay
o Hinh 1B.

Hinh 1. Hinh anh dié¢n di san phim PCR.
(A) nhiét do gian moi (57-60°C) va (B) khuéch dai gene muc tiéu (1-11: mau san pham PCR dai dién
véi kich thuée 565bp). L: ladder 100bp; NC: doi chirng dm.
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Ttr két qua hinh anh dién di & Hinh 1A cho thay
san pham PCR véi kich thuéc khoang 565 bp
duoc khuéch dai ¢ cac nhiét do gan moi khac
nhau va ¢ nhiét do 59°C cho thdy bang san
pham sang va rd rang so v6i cac nhiét do con
lai. Vay c6 thé xem nhiét d6 gan moi & 59°C
duoc chon 1a nhiét d6 tdi wu cho phan ung va
duoc st dung dé khuéch dai gene muc ti€u cho
toan bo mau.

Két qua tir Hinh 1B cho thdy, hinh anh dién di
san pham PCR sau khuéch dai c6 cac bang san
pham rd rang véi kich thude phu hop véi du

L HNC GG GG GA GG GA

kién (565 bp), khong c6 bang phu cho thiy qua
trinh khuéch dai doan gen BAFP4 muyc tiéu la
thanh cong. Két qua thu nhan duoc tir nghién
clru ndy tuong tu mot sb két qua da duoc cong
bd (Lee va cs., 2010; Shin va cs., 2012; Ardicli
va cs., 2021).

Nhén dién da hinh bang enzyme phén cit Nalll
San pham PCR sau khi khuéch dai ving gene
muc ti€u dugc tieén hanh phan cat boi enzyme
Nlalll, két qua mot s6 mau dai dién cho phan
cat dugc trinh bay ¢ Hinh 2.

GG GG GA GG GA GA

<=463 bp

E—xkirkli].T]

bp
bp

= 71
= 31

Hinh 2. Hinh anh dai dién sau khi phén cit sin phim PCR bing enzyme Nlalll.
GG: 463/71/31bp; GA: 463/233/230/71/31bp; (L): ladder 25bp; (NC): doi chirng dm

Tu két qua ¢ Hinh 2 cho thiy, san pham
PCR phan cit boi enzyme Nlalll nhan dién
dugc 2 kiéu gen GG (463/71/31bp), GA
(463/233/230/71/31bp) va chua nhan dién kiéu
gene AA: (233/230/71/31bp) & nhom bo dugce
khao sat. Khi tién hanh phan tich da hinh gene
FABP4 trén ba exon (1, 2 va 3) ¢ bo Hanoo (Han
Quéc), Shin va cs. (2012) cho thiy nhan dién 2
kiéu gene trén ving exon 1 (GG: 85/133/372 bp
va CC: 85/98/133/274 bp), hai kiéu gene trén
vung exon 2 (AA: 555 bp, TT: 86/469 bp) va
trén exon 3 c6 hai kiéu gene (GG: 31/71/463 bp,
AA: 31/71/230/233 bp). Trong khi d6, khi khao
sat trén nhom bo lai gitra Wagyu va Limousin F,
cho théy c6 bakiéu gene nhan dién duoc ba kiéu
gene CC, CG, GG boi enzyme MspAll (Michal

va cs., 2006). Trong khi d6, tién hanh phan tich
da hinh gene FABP4 vo6i enzyme Nlalll trén
nhéom bo Aberdeen Angus va Hereford déu
nhan dién duoc 3 kiéu gene (Ardicli va cs.,
2021). Tuy nhién, khi khao sat trén nhém bo
Aceh (Indonesia), Azhar va cs. (2020) cho thiy
su dong hinh & vi tri FABP4/Nlalll véi 1 kiéu
gene AA.

Phén tich cac tham s6 lién quan da hinh tai vi
tri FABP4/Nlalll

Tién hanh phan tich tan s allele, kiéu gene, tan
s6 di hop mong doi (He), ham luong thong tin
da hinh (PIC) tai vi tri da hinh FABP4/Nlalll,
két qua duogc téng hop & Bang 1.

Tap chi Khoa hoc Cong nghé chan nudi - S6 152 (8/2025): 92 - 99
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Bang 1.Tan s allele, ki€u gene, hé sé di hop va ham lugng théng tin da hinh

Kiéu gen Alen He PIC X2
Giéng Chi tiéu
GG GA AA G A
S6 cd thé 50 6 0
WAB Tan sé quan sdt 0,893 0,107 0,000 0,946 0,054 0,101 009% 0,179
Tdn s6 mong doi 0,896 0,101 0,003
S6 cd thé 29 27 0
WCB Tan sé quan sdt 0,518 0,482 0,000 0,759 0,241 0,366 0,299 5,650
Tan s6 mong doi 0,576 0,366 0,058
S6 ca thé 79 33 0
Chung Tan sé quan sat 0,705 0,295 0,000 0,853 0,147 0,251 0,220 3,343
Tan s6 mong doi 0,727 0,251 0,022

Ghi chii: He la hé s6 di hop mong doi. PIC: ham heong thong tin da hinh; df=1; 0,05, y2 bang = 3,841

Tir két qua Bang 1 cho thiy, hién dién hai allele
G va A voi tan s tuong tng 0,946 va 0,054 trén
nhom bo WAB; 0,759 va 0,241 trén nhom bo
WCB hay 0,853 va 0,147 trén toan quan thé bo
khao sat. Su phan bd tan sb kiéu gene GG va GA
14n luot trén nhém bd WAB 12 0,893 va 0,107; &
nhém bo WCB 14 0,518 va 0,482 va chung quan
thé khao st 1 0,705 va 0,295. Nghién ciru trén
nhom bo Aberdeen Angus va Hereford, Ardicli
va ¢s. (2021) cho thiy tan sb allen A va G trén
nhom bo Aberdeen Angus 1a 0,33 va 0,67 va
nhoém bo Hereford 1a 0,29 va 0,71 hay chung
cho quan thé khao sat 14 0,32 va 0,68. Bén canh
d6, nghién ciru con cho thay kiéu gene GG ciing
cho thay c6 xu huong troi trong quan thé khao
sat hay theo nhom gidng khac nhau. Tuong ty,
khi nghién ctru trén nhom bo Holstein Fresian,
Kaczor va cs. (2017) ciing cho thay tan s6 allen
G(0,85), A(0,15) va c6 ba kiéu gene dugc nhan
dién voi GG(0,74), GA(0,23) va AA(0,03).

Gia tri He 6 nhém bo WAB (0,101) thap hon &
nhém bo WCB (0,366) hay chung ca quan thé
(0,251). Tuong tu, ham lugng thong tin da hinh
& nhdom WAB (0,096) rat thap so véi nhém bo
WCB (0,299) hay chung toan quan thé khao
sat (0,220). Theo khuyén céo cua Bostein va
cs. (1980), gia tri PIC phan anh tinh da hinh
va chia thanh ba muc: khi PIC>0,05 ¢6 tinh da
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hinh cao, 0,25<PIC<0,05 c¢6 tinh da hinh trung
binh va PIC<0,25 c¢6 tinh da hinh thap. So véi
khuyén céo thi gia tri PIC tir nghién ctru nay
(0,220) thuéc nhém da hinh thap. Khi nghién
ctru trén bo Hanwoo, Shin va ¢s. (2012) cho gia
tri He va PIC 1a 0,498 va 0,401 hay trén nhom
bo Aberdeen Angus va Hereford co gia tri PIC
13 0,341 (Ardicli va cs., 2021) déu cao hon so
v6i két qua vé gid tri PIC tir nghién ciru nay. Tir
két qua vé gia tri He<Ho va PIC thip (Bang 1)
cho thiy co6 su giam tan sb di hop mong doi va
tinh da hinh thap, diéu nay c6 thé do (i) quan thé
kha sat nho va giao phéi khong ngiu nhién, (ii)
cac yéu td khac nhu dot bién, dong gen (gene
flow) va su troi dat di truyén ciing ¢ thé anh
hudng dén tan so allele va kiéu gen trong quan
thé. Bén canh d6, khi gia tri He<Ho thuong cho
thdy rang quan thé dang c6 xu hudéng khong &
trang thai can bang di truyén, va co thé co cac
yéu t6 dang anh huong dén su da dang di truyén
cua no (Goszczynski va cs., 2017; Ardicli va
cs., 2019; Sasazaki va cs., 2024).

Tan sb allen & nhom bo WAB va chung cho
nhom bo nghién clru tuan theo xu hudng can
bang Hardy-Weinberg tuy nhién & nhém bo
WBC cho thdy khong can bang theo Hardy-
Weinberg. Tuong tu, khi khdo sat trén nhom
bo Aberdeen Angus va Hereford tai Turkey hay
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nhom bo lai hudng thit Brasil ciing cho thiy co
su cin bang theo Herdy-Weinberg (Blecha va
cs., 2015; Ardicli va cs., 2021) nhung xu huéng
tréch can bang dugc nhan thay ¢ nhom bo duc
Holtein Friesian (Ardicli va cs., 2019).

Viéc chua nhan dién dugc kiéu gene AA
(233/230/71/31bp) trong nhoém bo khao sat hay
su chéch hudng can bang Hardy-Weinberg trén
nhém bo WCB c¢6 thé do dung lugng mau khao
sat chua du 16n hodc c6 thé do han ché nguén
tinh bo duc gidng sir dung.

Phén tich anh hudng da hinh tai locus
FABP4/Nlalll dén khoi lwong va ty 18
mo glat

Téng s6 100/112 ca thé (sb con lai c6 do tudi
nho hon 12 thang tudi nén chua c6 du thong tin)
cé thé c6 di dir liéu vé gid tri kiéu hinh cho khi
lwong va ty 16 md giat luc 12 thang tudi duoc
str dung dé phan tich anh hudng gitta hai nhém
gidng, da hinh gene tai vi tri FABP4/Nlalll véi
gia tri kiéu hinh (khi lugng, chi sé mé gidt luc
12 thang tudi). Két qua dugc tong hop va trinh
bay ¢ Bang 2.

Bang 2. Anh huéng cla giong, kiéu gene tai vi tri da hinh FABP4/Nlalll dén khéi lugng va chi sé mé gidt &

bo luc 12 thang tudi

T Gidng bo Kiéu gene FABP4/Nlalll
WAB (n=50) WCB (n=50) GG (n=70) GA (n=30)
KL12 (kg/con) 275,54° + 3,95 296,78° * 3,69 284,397 + 3,58 290,30° + 4,80
MB12 (%) 1,387+ 0,01 1,87°£0,01 1,57°+0,03 1,79° £ 0,04

Ghi chii: KL12 la khéi heong co thé lic 12 thang tudi; MBI2: ty 1é mé gidt (%) lic 12 thang tuéi. Trong ciing yéu 16, sé liéu
trong ciing hang mang cdc ky twe khdc nhau sai khdc cé ¥ nghia (P<0,05), s6 liéu diegc trinh bay dwdi dang mean +SEM.

Tir két qua ¢ Bang 2 cho théy, coO su khac biét
coy nghia (P<0,05) Ve khéi luong luc 12 thang
tudi gitra hai nhom gidng WAB (275,54 kg/con)
so voi WCB (296,78 kg/con) va ty 16 m& giat
lac 12 thang tudi & nhom bd WAB (1,38%) so
v6i WCB (1,87%). Tuong tu, kiéu gene GA tai
vi tri da hinh FABP4/Nlalll c¢6 anh hudng tich
cuc dén chi s ty 1& m& gidt lic 12 thang tudi
(GG: 1,57% so voi GA: 1,79%; P<0,05) nhung
khong anh huéng dén khéi lwong lac 12 thang
tudi (GG: 284,39 kg/con so vdi 290,30 kg/con;
P>0,05).

Nghién ctru trén cdc nhom bo lai hudng thit:
50 1/2 Valdostana + 1/2 Nelore (VN), 50 1/2
Angus + 1/2 Nelore (AN) hay 80 //2 Caracu +
1/2 Nelore (CN) tai Barasil cho thdy nhém bo
mang kiéu GA c6 chi sb vé ty 16 m& gidt cao
hon so véi GG hay AA nhung khong cé anh
hudng dén chi tiéu d6 diay m& lung giira cac
nhoém bo mang kiéu gene khac nhau (Blecha va
cs., 2015). Trén bo sira, Kaczor va cs. (2017)
cling cho thiy bo mang kleu gene GA cai thién
dang ké luong acid béo tong sd trong sia. Két
qua tir nghién ctru nay ciing cho thay xu huéng
nhém bod mang kiéu gen GA-FABP4/NIulll cai

thién dang ké chi sé m& giit trén bo lai Wagyu
va day c6 thé dugce xem 14 nghién ciru dau tién
nhan dién da hinh gene FABP4/NIulll trén
nhom bo lai Wagyu tai Viét Nam.

Két luan va dé nghi

Két ludn

bay la nghién ctru déu tién duoc thuc hién trén
nhom bo lai Wagyu da nhan dién dugc da hinh
tai vi tri FABP4/Nlalll v6i hai allen (G va A)
va hai kiéu gene (GG va GA). Gia trj He va
PIC tai vi tri da hinh FABI4/Nlalll thap. Nhom
bo mang kiéu gene GA (FABP4/Nlalll) c6 anh
huong tich cuc dén chi s md gidt lic 12 thang
tudi so véi kiéu gene GG (FABP4/Nlalll) trén
toan quan thé bo khao sat.

Pé nghi

Tiép tuc khao sat v6i dung lwong mau nhidu
hon, két hop phan tich lién két giira da hinh gene
v6i tinh trang m& giat & thoi diém 24 thang tudi
va lac giét md nham tao co s¢ dit liéu & mic
phan tir hd trg chon loc theo hudng cai thién
chét luong thit & bo. Bén canh do, viéc duy tri
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Dau Van Hai va cs.

kiéu gene GA cua da hinh FABP4/Nlalll trong
quan the la diéu can quan tam.
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ABSTRACT
Initial results of determination of the polymorphism of FABP4 gene and its relationship
with marbling index in Wagyu crossbred cattle

his study aimed to evaluate the polymorphism of FABP4 gene in two groups of Wagyu crossbreds cattle by PCR/

RFLP. A total of 112 blood samples were collected, in which 56 samples from crossbred between Wagyux(Red
Angus x Brahman crossed)-WAB and Wagyu % (Charolais x Brahman crossed)-WCB. Amplification of target gene
with 565 bp and digested by Nlalll enzyme. The results showed that the polymorphic at F4BP4/Nlalll were detected.
There are two alleles with frequencies were G (0.853) and A (0.147) with two genotypes GG (0.705) and GA (0.295)
identified. The value of He and PIC was 0.251 and 0.220, respectively. In a WAB group, the allele frequency was G
(0.946) and A (0.054), the genotype frequency was GG (0.893) and GA (0.157). The value of He and PIC was 0.101
and 0.096. Similar, in the WCB group, the allele frequency was G (0.759) and A (0.241), the genotype frequency was
GG (0.518) and GA (0.482). The value of He and PIC was 0.366 and 0.299. HWE testing revealed that the population
was determined to be compatible with the equilibrium (P>0.05) in the total population and WAB group examined
In conclusion, the polymorphic at FABP4/Nlalll was identified with two alleles and two genotypes in which the
GG genotype is trended to be dominant, the value of He<Ho and low PIC in the population examined. A group of
cattle with GA genotype had positive effect on marbling index at 12 months of age. Further study with increasing the
sample size, relationship between genetic polymorphism with marbling index at 24 months of age and slaughter time
are necessary in depth to obtain the basic data at molecular level to support the selection for improving of beef meat
quality. Beside this, maintaining the GA genotype in the practical condition should be considered.

Keywords: Wagyu crossbred, genetic polymorphism, FABP4 gene, marbling.
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